
MurineSkelMusc_HighFatDiet_v_Control
18 (9 up, 9 down)
30% Up: 39 genes (4.08%) 

Biological processes Cellular components

Fig. S1A

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



HumanSkelMusc_1DayOrLessAfterExercise_v_Before
18 (9 up, 9 down)
30% Same: 141 genes (13.08%) 

Cell components: none significant

Biological processes Cellular components

Fig. S1B

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



MurineMyotube_9hOrLessDiff_v_Undiff
18 (9 up, 9 down)
30% Same: 68 genes (4.73%) 

Biological processes Cellular components

Fig. S1C

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



MurineMyotube_12to24hDiff_v_Undiff
14 (7 up, 7 down)
50% Same: 101 genes (7.57%) 

Biological processes Cellular components

Fig. S1D

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



MurineMyotube_2orMoreDaysDiff_v_Undiff
38 (19 up, 19 down)
30% Same: 188 genes (5.61%) 

Biological processes Cellular components

Fig. S1E

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



HumanSkelMusc_DMD_v_Healthy
8 (4 up, 4 down)
50% Upregulated: 84 genes (15.47%) 

Biological processes Cellular components

Fig. S1F

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



HumanSkelMusc_DMD_v_Healthy
8 (4 up, 4 down)
50% Downregulated: 21 genes (7.53%) 

Biological processes Cellular components

Fig. S1G

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



MurineSkelMusc6WkOrOlder_Mdx_v_Healthy
36 (18 up, 18 down)
30% Up: 73 genes (5.07%) 

Biological processes Cellular components

Fig. S1H

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



HumanOrMurineSkelMusc_Dysferlinopathy_v_Control
12 (6 up, 6 down)
30% Same: 188 genes (26.97%) 

Biological processes Cellular components

Fig. S1I

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



HumanSkelMusc_Aging_v_Young
16 (8 up, 8 down)
30% Same: 34 genes (1.82%) 

Biological processes Cellular components

Cell components: none significant

Fig. S1J

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



HumanSkelMusc_8wkOrMoreAfterResistanceTraining_v_Before
12 (6 up, 6 down)
30% Upregulated: 24 genes (11.54%) 

Biological processes Cellular components

Fig. S1K

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



MurineSkelMusc_12orMoreMonths_v_1to5Months
8 (4 up, 4 down)
30% Same: 24 genes (3.76%) 

Biological processes Cellular components

Fig. S1L

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



HumanSkelMusc_Type2_Diabetes_v_Healthy
10 (5 up, 5 down)

No overlapping genes found

Fig. S1M

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



MurineSkelMusc_Calpainopathy_v_Healthy
14 (7 up, 7 down)
30% Same: 12 genes (1.22%) 

Biological processes Cellular components

Nothing significant

Fig. S1N

Consensus gene set name:
Number of gene sets drawn from:

EnrichR test carried out on consensus proportion of:



AnySpeciesSkelMusc_AtrophyDisuseOrInactivated_v_Control
28 (14 up, 14 down)

Only 4 overlapping genes found (down in 30%; 0.29% of total)

Fig. S1O

Consensus gene set name:
Number of gene sets drawn from:


